Thursday, February 24, 2022

Where is CTCCTCGGCGGGCACGTAG in the Moderna
Patent

Igor Chudov

Two astute readers asked me a very reasonable question: where in the
Moderna patent 9,587,003, exactly, is something that matches the
Sars-Cov-2 sequence CTCCTCGGCGGGCACGTAG? I am trying to
explain here.

We get: CTACGTGCCCGCCGAGGAG in the Moderna patent
sequence 11652.


https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://substack.com/profile/15579919-igor-chudov
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://substack.com/profile/15579919-igor-chudov
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://substack.com/profile/15579919-igor-chudov
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://substack.com/profile/15579919-igor-chudov
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://blogger.googleusercontent.com/img/a/AVvXsEgGIdZTC4lHRsL7vb044H0zsyeCbzdChwPRUEAmYItyhWI9d28_sMT2lzptq9eS_-fs5cJKQTxzryMQedZ-gvx2H_WC2RJHEMTQm_xqLcZ59ja58KGKjtlRHQE2kB8KXMuMntSrATl69hvaaZT98qN-SdjzHfdO8Sloink8_9InvnkYP2p6U_o%3Ds884
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://blogger.googleusercontent.com/img/a/AVvXsEgGIdZTC4lHRsL7vb044H0zsyeCbzdChwPRUEAmYItyhWI9d28_sMT2lzptq9eS_-fs5cJKQTxzryMQedZ-gvx2H_WC2RJHEMTQm_xqLcZ59ja58KGKjtlRHQE2kB8KXMuMntSrATl69hvaaZT98qN-SdjzHfdO8Sloink8_9InvnkYP2p6U_o%3Ds884

Go to the “Reverse Complement Calculator”:

https://bugaco.com/calculators/dna_reverse complement.php

Now type in the genes from Sars-Cov-2 (which is
CTCCTCGGCGGGCACGTAG):

DNA reverse and complementary seguence generator

So, this shows that the Sars-Cov-2 sequence
CTCCTCGGCGGGCACGTAG, matches the Moderna patent sequence
CTACGTGCCCGCCGAGGAG as a “reverse complement”.

This is the explanation of “reverse complement”. Remember that Sars-

Cov-2 is a RNA virus and Moderna patents are DNA

( DNA STRUCTURE AND THE REVERSE COMPLEMENT


https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://blogger.googleusercontent.com/img/a/AVvXsEjt2rKYUHmQkm7NlNn7nMMasdTCvIUZH9wBGCwaqxnfPl1wwTFIGidL5h30Q-bxJUWPPz_NVUV9gNbtn29xUfPGiW5mvstUZh9tDkDY_MH3JHtI6UPchqIFP73bVvo22jBUUIWatqDxWp40FU53hIMqo4pnHlP0hscURs8zV4hxOj1YSB8grRo%3Ds1461
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://blogger.googleusercontent.com/img/a/AVvXsEjt2rKYUHmQkm7NlNn7nMMasdTCvIUZH9wBGCwaqxnfPl1wwTFIGidL5h30Q-bxJUWPPz_NVUV9gNbtn29xUfPGiW5mvstUZh9tDkDY_MH3JHtI6UPchqIFP73bVvo22jBUUIWatqDxWp40FU53hIMqo4pnHlP0hscURs8zV4hxOj1YSB8grRo%3Ds1461
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://bugaco.com/calculators/dna_reverse_complement.php
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://bugaco.com/calculators/dna_reverse_complement.php
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://blogger.googleusercontent.com/img/a/AVvXsEhMH-RGtqrlCAEsuelAT3sUTfLgBhq-CJwNknPdh0sZzAyBqv8um4MxGOfrDrBLNfoFkrEb07s5ML63VMlTRlquv4xr9UhXoQ_y8Zfb8SJfJsFAdZ8MKIm9vVN2V91SX3VHRXhg0G_MXkP9m984Tszj7Ty8mDFQaq59aesO1Cuzzv66Bftt7oI%3Ds1062
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://blogger.googleusercontent.com/img/a/AVvXsEhMH-RGtqrlCAEsuelAT3sUTfLgBhq-CJwNknPdh0sZzAyBqv8um4MxGOfrDrBLNfoFkrEb07s5ML63VMlTRlquv4xr9UhXoQ_y8Zfb8SJfJsFAdZ8MKIm9vVN2V91SX3VHRXhg0G_MXkP9m984Tszj7Ty8mDFQaq59aesO1Cuzzv66Bftt7oI%3Ds1062

OPERATION)

None of this tells us whether this sequence is “good”, “bad”, “pure

chance”, etc. All we know is:

e CTCCTCGGCGGGCACGTAG is the most crucial part of
Sars-Cov-2 RNA, containing the code for the “furin

cleavage site”
¢ No natural coronaviruses contain a “furin cleavage site”

e Furin cleavage site greatly enhances infectivity of Sars-

Cov-2 and its ability to infect humans and other species

e This code only appears in a Moderna oncology
(cancer) patent 9587003, and not in any multicellular

organisms or viruses known before 2020

e The mutation of MSH3 gene related to this patent, is known
to break DNA recombination and lead to cancers (see my

previous article)

o Spike protein is also known to penetrate cell nuclei and
interfere with V(D)J DNA recombination and BRCA1 and
p53 repair, for a reason that MAY OR MAY NOT be related
to CTCCTCGGCGGGCACGTAG

e BRCA mutation is responsible for breast and ovarian cancer



https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://www.laboratoryleak.com/genetic-engineering/what-a-furin-cleavage-site-is/
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://www.laboratoryleak.com/genetic-engineering/what-a-furin-cleavage-site-is/
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://www.laboratoryleak.com/genetic-engineering/what-a-furin-cleavage-site-is/
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://www.laboratoryleak.com/genetic-engineering/what-a-furin-cleavage-site-is/
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://www.ncbi.nlm.nih.gov/labs/pmc/articles/PMC8538446/
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://www.ncbi.nlm.nih.gov/labs/pmc/articles/PMC8538446/
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://www.ncbi.nlm.nih.gov/labs/pmc/articles/PMC8538446/
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://www.ncbi.nlm.nih.gov/labs/pmc/articles/PMC8538446/
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://www.ncbi.nlm.nih.gov/labs/pmc/articles/PMC8538446/
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://www.ncbi.nlm.nih.gov/labs/pmc/articles/PMC8538446/
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://www.cancer.gov/about-cancer/causes-prevention/genetics/brca-fact-sheet
https://translate.google.com/website?sl=auto&tl=en&hl=en-US&u=https://www.cancer.gov/about-cancer/causes-prevention/genetics/brca-fact-sheet

